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Figure S1. Coverage and sequencing depth plots obtained from mtNGS data for PBV segments:
Segment 1 encoding the capsid protein (red) and Segment 2 encoding the RNA-dependent RNA
polymerase (blue).
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Figure S2: Real-time qPCR result for sample COL_INS-GME-06. (A) Detection of PBVcapsid gene
using FAM-labeled primers previously described by Berg et al. [17]. (B) Amplification of the human
RNase P gene with a HEX-labeled probe confirming RNA quality and sample integrity, serving as
an internal control.



